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Figure S1. Multidimensional scaling plot of genotyped Kelpies. 


MDS plot shows the distribution of case/control samples included in the GWAS. 
Kelpie registries differ in selective choices and geographical origins, samples 
have been labelled according to their respective registry. AK = Australian Kelpie; 
Australian population selected according to a conformation breed standard. AWK 
= Australian Working Kelpie; Australian Kelpie selected primarily for strong 
working ability. FIC = Federation Cytological International; International 
population allowing co-mingling of Australian populations. (a) dogs used in the 
primary association (n=30) (b) dogs included in the validation association 
(n=255). 
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Figure S2. Confirmation of deletion through PCR. 


(a) region on CFA28 (28:23370822-23493334), flanking a series of uncalled SNPs 
on canineHD BeadChip. Gene predictions are represented in red. Blocks are 
exons and untranslated regions, connected by introns (horizontal lines). Gene 
Symbols and arrows showing the direction of transcription are indicated in 
purple. 7 primer pairs were designed to amplify the edges of the suspected 
deletion. The regions amplified by the primers are coloured in blue. (b) PCR 
results. Lane numbers correspond to primer pairs illustrated in supplementary 
figure la, primer details outlines in Supplementary table 1. The top and bottom 
results come from a case and control respectively. In the control sample DNA 
amplification was consistently seen with all primer pairs, while it was only 
possible with primer pairs 1, 2 and 7 in cases. These results were indicative of a 
deletion between 101.6 kb and 105.2 kb in affected Kelpies. Gel image has been 
cropped to improve clarity and conciseness. Full gel image can be seen in the 
supplementary figure 3b. 
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Figure S3. DNA reads from an affect Australian Kelpie mapped to 
CanFam3.1 captured a 103.3 kb deletion 
(NC_006610.3CFA28:g.23,380,074 23,483,377del). Positions are 
marked by dashed red lines. Paired reads flanking the gap are 
coloured the same. Visualised in IGV. 
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Figure S4. Multiplex-PCR diagnostic test results for 19 Kelpie samples. 


Lanes 1-9 include case samples, each tested homozygous for the mutant allele. 
Lanes 11-20 include controls. All control samples with the exception of lanes 13, 
15, 18 and 19 were homozygous wild-type while the others are carriers for the 
deletion. Lane 10 is the ladder (100 bp). All samples included were AK or 
international Kelpies. The trait has not been identified in AWK to date. Gel 
images have been cropped to improve the clarity and conciseness. Original Gel 
image can be seen in the supplementary figure 3a. 
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Figure S5. Full size, unedited PCR gel images. 


(a) full scale image of PCR gel seen in figure 5. (b). full scale gel image from PCR 
gel included in supplementary figure S1b. 


>AK_ZDHHC6 prediction Trinity denovo alignment 

GCTCCGCGCTGCAGCCCCGGACAACCGAGATCTGCTTTACTGCTTGCGCGGGCCTGACTT 
TCCCGTGACGGGGTTGT CGGCGGAGGAGAAGACCCGTT CCGGGTGAGCCCAGGCCGCCCC 
GGAAATGCGATGGCCGAGGAGCGGGTACCGAGGACCAGGCTGAGAGGTTGGGTTTCGAGC 
CAAGACCCTGGATTCTCCTAGT TCACATAAAAGAGCTCTGAGGGTGTACCCGTGAAAATG 
GCGTGATCTGCATTGGCCTCCCACAATT TGAAGGCATGGCAGT TAAGGAACACACGTGGA 
CTCGTGGCACATGGAAATGTGT GCACAGAAAAAGGAAATCTATGATTTTCTAAAAGTAGG 
AAGGCATTCTTCCTCACCAAAATGGATACATTCTGCTCAGTTATCAAGTT TGAAAATCTC 
CAAGAACTAAAGAGACTGTGTCACTGGGGTCCCATCATAGCCCTCGGTGTTATAGCAATA 
TGTTCCACAATGGCCATGATTGACTCTGTGTTGTGGTATTGGCCTTTACATACAACTGGA 
GGAAGCGTGAATTTCATTATGT TGATAAACTGGACTGTCATGATTCTTTATAACTACTTC 
AATGCCATGTTTATTGGTCCTGGCTTTGTCCCTT TGGGGTGGAAACCGGAAAATTCTCAG 
GATAGCATGTACCTCCAGTATTGTAAAGTCTGCCAAGCATACAAGGCACCACGGTCACAT 
CACTGCAGAAAGTGTAACAGATGTGTGATGAAGATGGACCATCACTGTCCTTGGATCAAC 
AACTGTTGTGGTTACCAAAATCATGCTTCGTTCACACTGTTTCTCCTTTTAGCACCACTG 
GGTTGTATTCATGCTGCCTTCATTTTTGTTATGACTATGTATACACAGCTTTATAATCGG 
CTCTCCTTTGGGTGGAACACGGTAAAGATTGATATGAGTGCAGCCCGGAGAGATCCCCTT 
CCAATTATTCCCTTTGGATTAGCAGCATTTGCGGCCACCTTGTTTGCCTTGGGATTAGCT 
TTAGGAACAACCATAGCTGTTGGGATGTTGTTTTTTATCCAGATGAAAATAATTCTCAGA 
AACAAAACTTCTATTGAATCATGGATTGAAGAAAAGGCTAAGGATCGAATTCAATAT TAC 
CAACTAGATGAAGTCTTTGTTTTTCCCTATGATATGGGAAGT CGATGGAAGAACTTTAAA 
CAGGTATTCACATGGTCAGGGGT CCCCGAAGGAGATGGACTAGCATGGCCAGTAAGAGAA 
GACTGTCACCAGTACAGCT TAACAGCACACAGT GAGAGAGAGAGAGGCAGAGACACAGGC 
AGAGGGAGAAGCAGGCT CCATGCACCAGGAGCCCGACGTGGGATTCGATCCCGGGTCTCC 
AGGATCGCGCCCTGGGCCAAAGGCAGGCGCTAAACCGCTGCGCCACCCAGGGATCCCTGT 
TAGTGACAACTTATCTCAGCCCAGTGCAGCAGGATGAGAACCAACAGCTT AATGAATGTC 
ATCAGCTCATGTCTTCATTTACCTGGCTCAACCCATCTTCTTCAGCTATGGAGATCAGCA 
CAATGAAGAAAAAGTCACTCGAGACCATAGTCTTGTTGGCTTCTGTCCAATGGGTGGCCA 
GAGGGCCAGAAGCCAAGGACTCTTGGTGAGTGCAGGAGCTTATTGAGCTTTGGCCTCATA 
TCCAATCAGGTGAGTCAATTGAGCAAGAGAAGAACCAGGACAGCCAATGGCTGAGCTCCA 
GGATGGAGAGATGCCAGAGGAGAAGGTAGAGCAT GAGAGAGAGAGAGAGTGTACTCCAGG 
TTAGTTGGAAAGAGTTGAACAGAGAAACCATTGAGCTCTTTTATTCTCCTTCATTCTCCA 
AACTAATTTTCCCTAAGAAGCAAAATT TCAGGTT TAATGGACTGTCCCTTACAAAAATCA 
CATTTATGAAAACACCGTGAAGTTATTTTTCCATGAGGAGACAT TAGAAAAAGGTCCACA 
GGAAGCAAAGGAAGGAGACACTGTGTGGGT TAGGAAAGATCATAGATGTTTACACATAAA 
GAAATTTGGAGGTTGTCTGGGCCACCATTTGCCTTTACTGATGTGAAGAGGCCAAGAGAA 
GAAGAGTGGTGTGCCCAAGGTTGCATGGGTACAGGGTATAACCTGGCTTCTTTTCACCAG 
GCTTGGTGATCTTTTCCTATATTCTTTTTGTGTCTCCTTTTATATTTCTAATAGAAAATG 
ACTGTCTATTCCCCTCAACCTCTGGGTTCTGACT CCTGTGCTCTGCAAGGCCCTTCTCCA 
TTCCTCTCCCATCATTGGCCCATGAATGACCTTCTT TT TAGGGTCAGACCACCTGGTTGC 
AGAAGAATGCATATGACCATACTGGGAATGTGCTGATGCT CAGCAATGTCAGCTGTCTGT 
CTTCTTCAGCAACCTCTGGCTTCTTGGGTAGAAAAAGCTAT CAGGAAGCAACTAGAAACC 
CAAACTAGATGCTTTGTATGTACTAAACTAAATTGCAAACTGCTTGAAGGCTAGGACTTT 
CCTTAGTCTCTCCTGTAAATCCAGGGCTTAATATATAATTTGGCACATCATAGGTGTTCA 
ATAAGAATTGTTGAAAAGAAATGAATGAGT GT CCACAGGAAAAATGGAATGATCTTCAGA 
GTAGT CAGAGGAGGTTCCCAGAGTAGGTGTAGCCTAAGCCAGGCTCCCAAAACATGGCTA 
CTGGTAATTCCTTTATTTATTTAT TAAATGTAT TI TAAAGAAGCATT TAT TGGGCCAGGCA 
TTCTTCTAAGTGGGGAAGGAATTGCCATTGTTTATGTAGAGGTTAGTTAAGGCTTCATTT 
ATGAAGAGAGAAGTGTGTCCTGTTCTATGAGAGAT CACAGTGCCGGGATCCTACTAAGAA 
TCTTCCTGCCCCCAACCCCTTGCTCCCTAGAACATTCTTTTTATTTTATTTCCCCCCATA 
GACATCCTGGTAGTGAATTGGGCTGGCTGGCTGACACACCTGGGAGGGTGAAATTGTGGA 
ATGCAAAGGTGTGGCAGTGACACCTGGGCGACTCAGTGTCCTGAAGCTT TGAACCTCAGG 
CCCCAACTTTCCCTGGAGTCTTTTCTCCAGGAGCCAGTGGCCTTCAGGTGGCTTATCCAA 
TGTGGGGCTCTCCTCCAGGATT TTGAAATTGTGGGCAAATTTGTGCCTGTGTAGCAGGAA 


CCTGGATTCTGCATTCTAGATTAGAAGCTTAAATCTGTTCTAGGGCAGCATCCACCTGTT 
CTGGGAGATATCCCTGGGGACT TCCCTAGGAGGCAGCTGTGAAGTTGGCAAAGTCATCCT 
AAGGCACATGCTCCAACCTAAGCTTATAAATATTCTGCTTGATGACACAGAGGACTATGT 
GCATTCTGTGGAAATGATAATATTAACTAGTGTGAGGCTGTCATTTGGATATAAATAAAG 
AGGTGACCCTGGAGAGTGGGAAAGT TGGGGTGACCACAGTACATGTGCCTTTCCCATGGA 
GAAGATCCATGGATATCATCAGATTCTAAAATGGGTGGTTGATCCCAAATGGTGGAGTTG 
ACCTATCCAGTGTGTATAAGGGAAGT TGGCT TCT TAGGGGCAGAGATGTACATTGTCAGT 
CCTGTAAAGGAAAAATCAATCTCCCATGTGTCTCCACT CT CAAAACT CATGACAACACCT 
CTTCACTTCTGACACACTTCTGTCCCACACATCAATTTGGTGACACCAGCTAGATGTCCT 
ACAATGTAACTCTGTTCTGATACTCCCTGGCATTATTGTCAGATCCCACTGGTGAAGGGC 
GCAGTTCCACAACACTACCTACTT CAGACACCAATCCCGAAT TCAAATTATCACCTCTAT 
TTCTGACTGAATGGCTATAAAT TAGAGGTTCCCATGACTCCCTCATCTGGTTCAATCAAT 
TTGCTAAAGTGGCT CACAGAAT TCAGGAAAAACAGTTTACTTACTAGATTATAGATTTAT 
TATAAAAGATACAACT CAGAAAGAGCCAAGT GAAAGAGATGT T TAGGGCAAGGTGTGCGA 
GAAGGGGCGAGAAACTTCCATACCTTCTCTGAGTCTACTGTTCTACCAGCACCT CGGTGA 
GATCACCAACCTGGAAGCT CACCCAACCCAGTCCTGTGTTTCTGTGGAAGCCTTATTACA 
TAGGCATGATTGATTAAACCATTAGCCATTGGTGATTGAACTTGAATCTCCAGCCTCTCC 
TCTCCCCAACCCCCCAACACCCTGGT CTGAT TGCAAGGAGGAACTAAAGTT TCAACCAAC 
TAATGGTAGCTCTCCCAGGCAACCAGTCCACCTCCTAGGGGCTTTCCCCCCAAATACATC 
TGCGGTGTGGTTGAAAAGGGCTTATTAGGATTAATGAAAGACAACTTTATCTTTCATTGC 
CTTTTTGCTTCAGAAACTTCAAGGGTTTTAGGAACTCTGTGCCAGAAATGGGGATGAAGA 
CCAAAACATACATTTCTTATAAATCACAGTATCACAAATCCTGTGTAGTTGTATATTTTA 
CAGAAGGCTTTGATCTTTCTGCTGAACAAGT TGAGAGAAAATGTCAAGGTTGTCCTCCCA 
GAACGTAATGACAAAGCAGCTT CAAGGAGAGGCCAGT CAAAGGAGCACCTGGTGGTGCCC 
ATGTGGGCTCTGCTTTGGACAGACCCTTGCTGAGAGGGCATCTAAGACAGCTGGCAACCC 
TGTTCTAGCACCTGTGTGGTTCTGCAGGGGAAAGGTGCAGACCTGTCTCATGCCTCCAGC 
CCAGGGCCAGAGAGCCCAGCCCATCTCCTGCCAGTGGAAAAATAGACATTTGTCTGTGCA 
AACTAAGATGGTGAAGCCCTACTTTCCATGAGATAGGAATAGGGCAATAGAAAATTCTGA 
CCCAGTTGTTCCCGCTGCAGAAAATCATGATCATTTTGTATGCAATGATTTAATGTATTA 
TTATTTAAATATTGTTTCAAATGGCTGGTTTTTAGCCCAGTACCGATACATTTTGCTTCG 
AAGAAGGGCAGTACACATTTTAAAACACTTTTATATATGTTGTCATGAAACACTGGCCTC 
AGTTCTCTCATTTAGGAGT CGT GGGGACTGAACAAGAGCTAGGGAAATGATAGACATGCC 
AGCTCAGCTTGATCTACAGCCCTGTGT TAAGAAGGATTCTGAGGCCACTGGTGAGTGCTA 
TAGGAAGATGCTTCCTGATTGGTCAGCT CT GCCAGGAGTATAGGAGGAAGGGTGTTGGTA 
CGTTAAGCCTCATAATGTTTATTATCTTTTCCAACCATGAGATTCCAGGACTCTAGGGTA 
AGGGT CAGCAAATTGCAGCCCT TGGACCCAATGCAGTCCACTACAAGTTTTCATTTAAAT 
AAAATTTTGTTGAAACACCATTGCACTGCTTTTTCACACTATCTGTGGCAGCTTTTGCCT 
ACATGGCAGCTGAGTAGCTGTGACAGACACCATAAGGCCCACAAAGCCTAAAATATT TAC 
TATTTAGCTCTTTACAGATAGAGCTTGTCAATTTTGTTTTACGGTACTTAAGACACGTTT 
TAAAAAGGTGTACATCCAGGGAAGTAAGTGT TAACAATGATTAAGTAAGTCAGTTCATTT 
GATACAGACAACATTTATTTAACACT TCATAAAGCAGGCAGTCTCTGTTCCCAAGGGGCT 
GGAGAACTGCACAATGGTGTAGAAGGGTGAAGAATAAGGTATAAGGAAGGGACAAATAGA 
AAATGAATAAAGAACAAGAAAGTAAGTGTAGAGCCCAGAGGTAACT TCACACTTGGGGAT 
TGGCTGAGTGGATATACTACATTTCTGGCTGAGCAGAGCATT TACAGGGAAATGAACTTT 
ATTGAAGATTTGGTTTCCTGCTGTGGCACCTGGGAACATCTCCAACTGGGGCCTAGAAAT 
GTCTTTCAACCTTAGGAAGACCTTAGTAGCTTTATCAAGCAAGT GAGGCACCCCGAAGGA 
GAGGACCTTGCTCAATATCATAATGCCATGTACAACTACCTAGGTGTCCCATGGGGCGCT 
GATTCATTCCACTGCAACTCGTGGGCT TCACAGAAGAGAACATCTT CATT CAGGGCAGAA 
TTTATTTAATTGGTTCTAGGGTAAGAATTTCACACCATGTTTTCAAATGTAACCTGGGAA 
GCCAATGATTTTTTGTTTGTTTATTTATGTGCAAGAAAGGGAGCATGGAAGTCCCTGCCT 
ATTGGTGGAGTTCAGGCACTTTGGTTGTTCAACAGTTTGGGTTCTCCAAGAAGTAGGTAC 
TGAAACAGGAGTAGGCAGGCAAGAGATT TAT TGAGGGAAATGCTTT TGAAGGATACAGAG 
GGAGAGGGCAGAAGCAGGTAGGCCTTGGACCATAATGTTGGTCTGAGCCCTGTGAAGGGA 
GAGAAAGGGAGGAAAGAAGAGCCT CAGACCCCATGGCAGCT CCAAGAATGTCTTATCTGG 


GCTGATGGAGCAACGT TGCATGGGCAGAAAAAGAT TGGCT CAGACCCCTATCATGCCCAG 
CCATTGATCAACAGGAACCTATGGAAATGTGGCCTTGGCTGAAATGTGTAGTGGATTTTT 
AGGGGCAGCATCTAGAGGATGTTTGCCAACTATGCTCCTGTAGCAGGTTCTCT TGAAGAG 
GACGCTGGGGAGTACATCTCTATGATGCTACAGCATGCATTGTTTGCCTGCACACCCTTG 
CCAGGGTCTGTGCCAGGCCTGGAAGCTATGAGGATCTAAGGAACATTGTTCCCATCACCA 
GGGAGCTCATGATCTAACCAGGAAGAT CAAT TTGCACACCTGGACAAGGGAATGTGCATC 
AAATCATGGCACAGGCAATAATAAAAGGAGAATGACAGCAGCCTGAGATTGGCAGGAACA 
ATGTGTGGTAGTGGTTCAAAGAGGCATCCT TGGAGGAGAGCTTGGAATGTTCTCATTAGG 
CATTACGACGGGCATGTGTGCTGGGTGTTCTGCATCATTTTCAGCCTTGCCCACGCCCAC 
GGGTTGCCTCCACCTATTCAGCATTCACTGAGTATCTAACCAAGTACTAGGCTCCATGCC 
AGCTACTGTGATTATGTGGGTCCCTGGT CACAAACAAGCTCATGATATAGAGGGGCCTCA 
CAGACACGGATGAGT CATT CAAAAAAAAAATCTACGGAAATATGTGTGGGTTTGTGTGGG 
ATTCCTAATGACTGGAATCCAGCTACTAT T CACAGTGAGACACAAACAATGGGCAATTTC 
TGGTTTCTGTTCCTAGGGCTT CCAGGGTGGTGCCCGGAGATCTGTGTGGTTATGATGTAC 
CTGGAGACTTCCGATAAAAGAGTCCTCTGACCACACTTTAAT GACT CTAGGGAGGCAAGA 
GAGAGAAACCCACAAGCCACTTGGAGGTTTGGCTGTTACAGTCTATT TAGAAACTTTGGT 
AACTGTAAAAAAGTAT TAGCAAGTAAATATATGTGAATATGTATTTTGTTTACGTTATGG 
GGCAAAAACTGGCAGCCATAGGCTGAATTATCTTGAAAATCTGTGGAGATCTTTTTGGCC 
TGAACAGTTGCCAAAT TCTAAAAAAAAT TGGAGGTTTCCATAAAAGTCATCTTTCCTGTC 
TCTCATGAAGATAAAGAGCCCTGACAACACAGCCTACATTTTCCATGCAATGTTTGGCTG 
GAGATGGTAGATGCCCTTAGATGGGTTATGTACGCCCCATTTGACGTCAGCCCCCGCTAC 
TCCCTATTAATTACACCTAACCCATTTTTCTCATTTATAT TACCTGCCTGGTGCTAAGAT 
GCTTTTGGATTTGTGATACATTGGACAGACTCCCCAATTCAATTGGCAAGTGTGTTTGTC 
TCTGTGTGGTTCTGCCCT TAAGTAGTGCAGACTGAGCCCAAATGGAAAAGGGTTTTTATC 
TGGCCACGACACAGCCATCAATGGTATGGATCACTGGGCACCTCCATTAACAGAAGTT TG 
CACAGATCTTCTCTGGGTTGAAAGACT CAT CCCAGGACCAGGTACT CAGAAAATGCCTGC 
AGTAGGAAGATTTACCTGGTCACAGGAGCCAATTTCTCTACTTAAGACTATCATCAACCA 
ACTATT TAAGGACAAACTTTGACATAGCCT TAAGGAAAT TAAAGCTAAAGCTACTATT CT 
CTGAAGGCAACAGAACT CATAGAGT CAAAAGCAAGGAAACACACACGCAGATATGTACAT 
AGATATTCTCACAGATATGTATGATATGGATCTAGATGCACATATGTATTAACATACACA 
TGATTTGGGGAATGCCGGAGAAATCACTGAACGGAGAATGGGAATAAGCGGTAGTTTGTG 
AGAAACAGAAAGGAAATGAATCTAAAAACTCTCTGTGTTTTAAAGGTTTATTTATTTATT 
TAAGAGAGAGAGCGCGCACATGTGCACACGTGCGAGTGCGTGAATGGGCAGAGAGGCAGA 
GGGAGAGAATCTTCAAGCAGACTCCCCAGTGGTCATGGAGCCTAACTTGGGCTCAATCTC 
ACAACCCATGAGAT CACAACCT GAGCCGACACTGAGAGT CAGACACCTAACTGATTGAGC 
CGCCCAGGTGCCCCTAAGAATAGGAATAAGAGAATAAGAATTCTCTTATGAGTGCTAACA 
TGAAATCACAGGAAGATAGGTTTTGGAGTCAGATGGCCTCAGGTTTAAGTCCCAACTGCA 
CCACATGCTAACTGTGTGACCTCAAGCATTTTAGTTAACTTCTCTGAGCTCTACTATTTC 
ATTCTCTGAAATGGGTGTACATATTCCTACCCTT TGGGTTTTCATGGGCCTGGCCTATGG 
TAGGTGCCAAAAGATATTGTTTCTTTTCACCAACTTGAACCTACTGCCTTGTTTTGCACC 
CCGATGCCCAATACTCTCTGGGACTCTGAAGTGGGAGCAGATCTAAAGATACCCTTTCCT 
TTTCCATAAGTGGATCTTGTAGCTAGCT CAGAGATATGAGGGACCTGGTACTAGCTT GGG 
ACTGCTTCGTATTCTTAGAGCATTTTCTAATCAACTTTTTCTGGTTTTCCTGGTGCATAC 
TGTATTCTGCGAGTAATGGGCCCAAGAAAACCCATGCAGGTGGCATGATCTGGATGCAAT 
GGGTCAAGATCCAGGAGCCCATGAGATACCTGGCTGGTTCCAGACTTCTGGTACTTTCAT 
ACCCCTCTGCCCACTCCATGATTCCTACTCTCAGGTAAGGAGCACTT TGCACCGGAATCT 
CCACTT CAGAGGTGAGCTGTGGCCATGCCCATCACTTGTGCTCTCCTGGCCCACGAGACC 
GCCCTTCCCCCATGGGGAGTTT TGCCCTCCTGCT CCCAGGAGGATCCCTCATGGGTGGTG 
CTCACCAGGTCTGTGCTCTTTGGT TGGGGCTGGACCGGTGATAAGAAGCTGGGTGGGCTC 
TGTACTCTAATACCACACTTGCTATCCCTGGTTAATGTTTTTCTCACATCATTCCACCTG 
GAGCATCTGTTTGTATTGTTTATCAAACCTTAGGGTTTGGATGAAACATTGTTGGCCATG 
GGACAAGCTGGGAACATGGCCAGCCTTTGAACAGGACTCTCCCCACATTCTGTTACCCTT 
GGCTCTTCTCTTTATAGCCATCTTTCACTGCATCTTCAGACTTTCATGTTCCCTAATTCC 
CTGTGATGCCCAGTACCTTCCTCACCTTGGTCTTCCCTCACCTGCTGTGCCTCCTATGGG 


TTACCCTTCCTCCCACCTGAACATCCGAGACCTCAACTGCTCTCAGTTAAATGTTAGCAA 
TAGAGCAAGCTGATCTAGCCCGTGTTTGGGAATCACATAACTGCCTTTCAATTGTTAATG 
TGTGGTTTACTAGGTTTGTGTCCTTAGAAAAAGTATGTAATCTTTCTGGGCTGAATGTAC 
ACATTTTTAAAATGTGAATGCTAACCTCTATTTGTCGGTCTAACTGCCATTTTCTCCATA 
AATAATAGTGAAGTTCTTTTATTTCTTTCTTCTTCTTTCTCGT TGAACTACACATCCTGG 
AAGCCAAGGCTGAGTCTGCAAGAGAAGATTAAAGATCTGTTTTGTGTGTGACGAGCTGAA 
GTAGAAAAAATCATAGGACTTAATTCTGGCTTCAATTTTCAGATGGGTGATTTTTGTTGG 
AGCCCTACAGGGAACCCACTGACTTGAGTCCACTTCTCGTCCATCGTTACTGGTTTTCCG 
CTGCTCCCTTTGGACAGGCCCAAACCGTCTGTGACAAGTTGCCTTCACTGGCCCCTT CCT 
TTGGCCTGACTGCACAAAGGACTCTAATGAACTTCTGCCTCCTGTGCTGTAACCGTTTCA 
TGAGGGCAGGGGACTCACCTTGGTGCTCCTTCCCAAGCCCACTCCGCCATCCCCACCCCA 
GGGATTACCTCAGTCCCTGATACAGTAGAAGCAAAATAAATCTGTTGAACAAATGGTTGA 
TGGAGAGGTTGGAGTGGGGATAAGGGGAAATGACTGCTACTGGGAAGGGGTTTCTTTCTG 
ATGTCACTTGAAATGTCCTAAAATTGATTCTGCTGATGGCTGT TAT TCGCCTAACAAAGG 
GGTTCTGAGATTCCTTCATAGAAGAGTTCTACTGTATCAATACCATTATCCATTCTCAGG 
CCTGTTTAGCTGCCAACGCCCACCCTCCTCATGATGCTCCTGTGGCATCATCTCACTGAC 
AGTGTGAGGGGGAGAGTGATTGGGAAGGATGAGGGATATAGAGAAGT TAAAGTCACTGCC 
AAGGAAGGACCCAAGGAAAGGCATGTAAAGCATCT CCAACATGTGAGAACAAGT CACTAG 
GGTCTCCATGACTTCT TCAGGGT CGCAGTCAATAAGTTGTTCATCTGGTGCCAAATACAC 
TCACCCCTACTCCCCTACCCT CT CACGACCCAGCGCTGCT CAGCCCCACT CAGGCTTGGT 
TTCTTAGGAGCAGTGAGAGCTCTCTTGGCATCATGGAAGCAT CCAGACTGGGAGCTGAGT 
GCCCCCACGTGATTTCTCAGGATACT TAGCTGCAGCCCCTGGGTCGGGCTCCTCTACTGA 
GAATGAGGCTCCTGAGCT CAAAGCTT CACT CCTAAGT CAGAAAATCCCCACCAGGCAAAG 
CCAAGAAGACACCACT TGCAGCATCATTAAAT TATAACGAGGCCTGAAACTCACTCCAGA 
AGCCTGGGTCTGTTTGTCCTTGCGGT CGGAAGGAAGCAGGTGATTGGCTGGCCGAGCTCG 
GCCTAGCAGGCCTTATCTCTGGCTGGTTATTATTTGATTAAAGAGGCTTCCTCCTCCTGT 
GGTGTTTCAAAACTGTGCTGGGAGAGGTTTGCTGCTGCCTGGGGAGTTTTTCTGAGGTTA 
CTCCCGAGCACCCAAAGTCCTT CGGTCTGCAGCCATACAGACACCCAGAGAAGCTACAGA 
CAGGCAGAGGCTATTTTCTGATGAGTCTTCATCAGCTTTGCTAATCAGCTGGTTGAAAAT 
AATCCCTCAAACACTACAGAGT CAAGGATACAGGTATTACAGGTAACTTTTTTTTTTTTT 
GCGGGGGGAGGTCTAATTTCGTAGAATGGCATGATATTTGAAATGGGGGGTAGGGTGGAG 
CTTTGGGCCCCAGAGT GGAAAACAGGAGAGGCAGAGAAAGT GGAAAAAGAAAGT GCAAGA 
AAAAAAGACTCAGAATCT TGGAATTCTACAGAAAGGCAAAGCCAAGATGTGAGTTATTTG 
CAGCTGGAAAGAGGTGTGAGCATGATTGCATCACTGGCATTTGAGTGTTTTGTTCCCTAT 
GAAGTCCTTCCTGGAGGTCTGTCCCCTCCATTGGCATGTCTGTCATCGTCTCCCACTGAA 
CCCCAAAGTTCTGATAGGATTTGGGGCACCATATGAGGAATTCAGTTGCCTTAGCTTGAA 
ACTTATCCGATCTGATCTGCAAATAGGACACGGCCTTTGAAGGTCCTGCTGGGTGACCCC 
AATCCTTGTGCTGT TGACCACAGAGAAAAGAGT GGGGCCGAGCACTGCATT TATGAGAAT 
TTGTCTCCACTTTGTCAGAGATCTCTGTGTGAAGTACACTGTTCTCATCCCCACCAAGCT 
CCCAGCTCAGCAGTGTTTTCTGCACTTGGGCTGGT TGGATGGAGGACAAGT CAGAGAACT 


Data S1. Consensus sequence of alternatively spliced ZDHHC6 produced 
using a genome guided de-novo assembly with Trinity 


